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Supplementary figure legends FIGURE S1. Rarefaction curves for the species richness of the intestinal bacteria in zebrafish larvae. The curves were generated by plotting the number of species against the number of sequences per sample. The shaded portion around each line represents the 95% confidence interval. Colour codes and the respective samples are: Royal blue -CRC (n = 7), yellow green -CRD (n = 9), orange red -CRP (n = 9), navy blue -GFC (n = 7), yellow -GFD (n = 6), maroon -GFP (n = 7) and sky blue -water samples (n = 17, from all the treatments and zebrafish facility).
FIGURE S2.
Relative abundance of the core microbiota in the intestine of zebrafish larvae.
Prevalence and detection thresholds of 0.97 and 0.2, respectively were used to determine the core microbiota. Conventionally-raised control− CRC, conventionally-raised Debaryomycesexposed− CRD, conventionally-raised Pseudozyma-exposed− CRP, germ-free control− GFC, germ-free Debaryomyces-exposed− GFD, and germ-free Pseudozyma-exposed− GFP. Conventionally-raised control− CRC, conventionally-raised Debaryomyces-exposed− CRD, conventionally-raised Pseudozyma-exposed− CRP, germ-free control− GFC, germ-free Debaryomyces-exposed− GFD, and germ-free Pseudozyma-exposed− GFP. 
